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Alignment of NFRl polypeptides 
SEQ ID NO 25 with SEQ ID NOs 24, 52, and 54 

SEQ2 4 MKLKTGLLLFFI LLLGHVCFHVE SNCLKGCDLALAS YY I LPGVFI LQN I T T FMQ SE I VS - 

SEQ25 MKLKTGLLLFFILLLGHVCFHVESNCLKGCDLALASYYILPGVFILQNITTFMQSEIVS- 

SEQ52 MKLKNGLLLFFLFVE-CAFFKVDSKCVKGCDLALASYYVMP-LVELPTIKNYMQSKIVTN 

SEQ54 MKLKNGLLLFFMFLD-CIFFKVESKCVIGCDIALASYYVMP-LVQLSNITTFMQSKLVTN 

SEQ24 SNDAITSYNKDKILNDINIQSFQRLNIPFPCDCIGGEFLGHVFEYSASKGDTYETIANLY 

SEQ25 SNDAITSYNKDKILNDINIQSFQRLNIPFPCDCIGGEFLGHVFEYSASKGDTYETIANLY 

SEQ52 SSDVLNSYNKVLVTNHGNIFSYFRINIPFPCECIGGEFLGHVFEYTTKKGDTYDLIANNY 

SEQ54 SFEVIVRYNRDIVFSNDNLFSYFRVNIPFPCECIGGEFLGHVFEYTANEGDTYDLIANTY 

SEQ24 YANLTTVDLLKRFNSYDPKNIPVNAKVNVTVNCSCGNSQVSKDYGLFITYPIRPGDTLQD 

SEQ25 YANLTTVDLLKRFNSYDPKNIPVNAKVNVTVNCSCGNSQVSKDYGLFITYPIRPGDTLQD 

SEQ52 YVSLTSVELLKKFNSYDPNHIPAKAKVNVTVNCSCGNSQISKDYGLFVTYPLRSTDSLEK 

SEQ54 YASLTTVEVLKKYNSYDPNHIPVKAKVNVTVNCSCGNSQISKDYGLFITYPLRPRDTLEK 



SEQ24 lANQSSLDAGLIQSFNPSVNFSKDSGIAFIPGRYKNGVYVPLYHRTAGLASGAAVGISIA 

SEQ25 lANQSSLDAGLIQSFNPSVNFSKDSGIAFIPGRYKNGVYVPLYHRTAGLASGAAVGISIA 

SEQ52 lANESKLDEGLIQNFNPDVNFSRGSGIVFIPGRDKNGEYVPLYPKTG-VGKGVAIGISIA 

SEQ54 lARHSNLDEGVIQSYNLGVNFSKGSGWFFPGRDKNGEYVPLYPRTG-LGKGAAAGISIA 

SEQ24 GTFVLLLLAFCMYVR-YQKKEEEKAKLPTDISMALSTQDA--SSSAEYETSGSSGPGTAS 

SEQ25 GTFVLLLLAFCMYVR-YQKKEEEKAKLPTDISMALSTQDAGNSSSAEYETSGSSGPGTAS 

SEQ52 GVFAVLLFVICIYVKYFQKKEEEKTILP-QVSKALSTQDGNASSSGEYETSGSSGHGTGS 

SEQ54 GIFALLLFVICIYIKYFQKKEEEKTKLP-QVSTALSAQD--ASGSGEYETSGSSGHGTGS 

SEQ24 ATGLTSIMVAKSMEFSYQELAKATNNFSLDNKIGQGGFGAVYYAELRGKKTAIKKMDVQA 

SEQ25 ATGLTSIMVAKSMEFSYQELAKATNNFSLDNKIGQGGFGAVYYAELRGKKTAIKKMDVQA 

SEQ52 AAGLTGIMVAKSTEFSYQELAKATDNFSLDNKIGQGGFGAVYYAELRGEKTAIKKMNVQA 

SEQ54 TAGLTGIMVAKSTEFSYQELAKATNNFSLDNKIGQGGFGAVYYAVLRGEKTAIKKMDVQA 

SEQ24 STEFLCELKVLTHVHHLNLVRLIGYCVEGSLFLVYEHIDNGNLGQYLHGSGKEPLPWSSR 

SEQ25 STEFLCELKVLTHVHHLNLVRLIGYCVEGSLFLVYEHIDNGNLGQYLHGSGKEPLPWSSR 

SEQ52 SSEFLCELKVLTHVHHLNLVRLIGYCVEGSLFLVYEHIDNGNLGQYLHGKDKEPLPWSSR 

SEQ54 STEFLCELQVLTHVHHLNLVRLIGYCVEGSLFLVYEHIDNGNLGQYLHGIDKAPLPWSSR 

SEQ24 VQIALDAARGLEYIHEHTVPVYIHRDVKSANILIDKNLRGKVADFGLTKLIEVGNSTLQT 

SEQ25 VQIALDAARGLEYIHEHTVPVYIHRDVKSANILIDKNLRGKVADFGLTKLIEVGNSTLQT 

SEQ52 VQIALDSARGLEYIHEHTVPVYIHRDVKSANILIDKNLRGKVADFGLTKLIEVGNSTLHT 

SEQ54 VQIALDSARGLEYIHEHTVPVYIHRDVKSANILIDKNLHGKVADFGLTKLIEVGNSTLHT 

SEQ2 4 RLVGTFGYMPPEYAQYGDI SPKIDVYAFGWLFELI SAKNAVLKTG-ELVAESKGLVALF 

SEQ2 5 RLVGTFGYMPPEYAQYGDI SPKIDVYAFGWLFELI SAKNAVLKTG-ELVAESKGLVALF 

SEQ52 RLVGTFGYMPPEYAQYGDVSPKIDVYAFGWLYELISAKNAVLKTGEESVAESKGLVALF 

SEQ54 RLVGTFGYMPPEYAQYGDVSPKIDVYAFGWLYELISAKNAILKTG-ESAVESKGLVALF 
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Alignment of NFRl polypeptides 
SEQ ID NO 25 with SEQ ID NOs 24, 52, and 54 

SEQ24 EEALNKSDPCDALRKLVDPRLGENYPIDSVLKIAQLGRACTRDNPLLRPSMRSLWALMT 

SEQ25 EEALNKSDPCDALRKLVDPRLGENYPIDSVLKIAQLGRACTRDNPLLRPSMRSLWALMT 

SEQ52 EKALNQIDPSEALRKLVDPRLKENYPIDSVLKMAQLGRACTRDNPLLRPSMRSLWDLMT 

SEQ54 EEALNQIDPLEALRKLVDPRLKENYPIDSVLKMAQLGRACTRDNPLLRPSMRSLWALMT 



SEQ24 LSSLTEDCDDESSYESQTLINLLSVR 

SEQ25 LSSLTEDCDDESSYESQTLINLLSVR 

SEQ52 LSSPFEDCDDDTSYENQTLINLLSVR 

SEQ54 LLSHTD--DDDTFYENQSLTNLLSVR 



SEQ24 99% identity 

SEQ25 100% identity 

SEQ52 78.5% identity 

SEQ54 77.9% identity 



KEY 

* = identical residues 

: = conserved substitutions 

. = semi-conserved substitutions (isosteric) 
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